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Human BARD1 qPCR Primer Pair
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» Human BARD1 gqPCR Primer Pair, BIABARDI qPCR3I¥/#, EZHTHTSYBR GreenffJqPCR, One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERIH. SidqPCREIE, FRAFIHIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E B PCRE LM &£ &PCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /E—F{EDNAY R MIEFEF, PATOLEBNEF DI RATE RN (PCREREF=YEEN L, qPCRE
FRIFRN T2 SYBR GreenZ i WY RHEMIREH %, SYBR GreenZEud kLM AH AL, IER R AIDNALE &Yk
SYBR Green&s AR PCRISFZEHFIRIPCRY /=) ; MitRET1%(Probe method), WHE#SHFATagManiRErE, MERDE LS
L, TR IR AR K EE A (Quencher) ARIC I DNATREHT M UE IS PCRAGIIY B AR 41 (1,2]0

XTSYBR GreenHGuklE, FIMEXREL, REFSIVW-HRABARIFENGIEHERE, M TSR, R4
f, V8RR, S _RIATERL LRI, qPCREGEREE; RRF5IN—MBAERESMNE T (Span exon junctions), & 1%
ERNHDNA (gDNA)WY[3,4]; RRFINGIWr=RIEEEE, JUFEE TITE ARVNIER; 51N TMEL60°C, K24
I =Y (Amplicon) UK EZ190-160bp, IR = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER519% (Forward primer, AR _EH7519)f & A51% (Reverse primer, thFR RilF5(4) %
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEMMA400pfBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name BRCAI1 associated RING domain 1
Gene Symbol BARD1
Synonyms -
Organism Human
Gene ID 580
UniProt ID Q99728

Main Accession No. NM_000465

NM_000465, NM_001282543, NM_001282545, NM_001282548, NM_001282549,
NR_104212, NR_104215, NR_104216, NM_000465.1, NM_000465.2, NM_000465.3,
Other Accession No. | NM_001282549.1, NM_001282548.1, NM_001282545.1, NM_001282543.1, BC126426,
BC126428, BU677525, BU753556, BX098964, NM_001282545.2, NM_001282549.2,
NM_001282543.2, NM_001282548.2, NM_000465.4

Map Location 2g34-935

Pathway Breast Cancer; Breast Cancer; Ubiquitin/Proteasome Pathway

This gene encodes a protein which interacts with the N-terminal region of BRCAl. In
addition to its ability to bind BRCAL1 in vivo and in vitro, it shares homology with the 2
most conserved regions of BRCA1: the N-terminal RING motif and the C-terminal BRCT
domain. The RING motif is a cysteine-rich sequence found in a variety of proteins that
regulate cell growth, including the products of tumor suppressor genes and dominant
protooncogenes. This protein also contains 3 tandem ankyrin repeats. The
BARD1/BRCAI interaction is disrupted by tumorigenic amino acid substitutions in
BRCAL, implying that the formation of a stable complex between these proteins may be
an essential aspect of BRCAL tumor suppression. This protein may be the target of
oncogenic mutations in breast or ovarian cancer. Multiple alternatively spliced
transcript variants encoding different isoforms have been found for this gene.
[provided by RefSeq, Sep 2013]

Gene Summary

Amplicon Information




Amplicon Length (bp) | 144
NCBI mRNA ID NM_000465.4
NCBI Protein ID NP_000456.2
Ensembl Transcript ID | ENST00000260947.9
Ensembl Gene ID ENSG00000138376.11
Ensembl mRNA ID BARD1-201
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QHO01389S Human BARD1 qPCR Primer Pair 1nmol each
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-20°CHRf7, BEEIRIEHHTIE S 7348, ko0 2 IRRl,
==t U
> PCRY MWK E A] B SR FE R % 5% Jn A T 2 AT R A T =

> BAKRRYIEIY= RN REIEE G, EOEBGHETARIIZMelt curve) o #t DAFREY R M R R, WRAE —DMaRih

Eelée O B IR KGR FE R EDNAF I TmAE), VAR A —F—r=; RIS G, LI glE, FIREEs 1Y

ZRAAEARR REY Y, FEERADNAG R, ARG RS, BB SENRAIAN IR (No template control, NTC),

B B AR 2 B0 S BRABEAR CASM T I 20 53, ARAEAE LA TSRO BRFLIB R R 2 =, RIHITR S EES [ _RIAsEH T

HIAER Ry 1,

> HRMAKREEY W Yisd, SRR 3RqPCR Mix,

> APEEIGR TR A RBRERTA, AMEATIRRSHEGET, NMEATERNE R, MEERTEEEEN,
> NTIENZEMEE, EERRRTES— X ETFERE,

fERAE:

1. PCRIRMIEFRIVBEHE :

a. JREATMET, 3000-8000 X gBL17r#h, DARGH SN 5 W) FREUR, BEMA400pl@8AIK, Joiir s FaEiRSER, R
JE BRSO LR, FFEEERERITIRS), Bf$400ul 2.5uM eachfyPrimer Mix, ali/K#fE#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEFHIESIPCRI N T & #IIA . SYBR Green qPCR MixFR e IES G E TIKB L8ivk&aEW., #HESEH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Bii5%) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. ZETREZRIKG LIREPCRRMFR, PL6FLEAIBeyoFast™ SYBR Green qPCR Mix (2X) 3,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
L JEE S PRAIRIED0.2-0.5uM eachIN AT 3RS RIFRIRETURCR, HRTHRIETE (I7E0.1-1.0uM eachiuBINVAEES V2%
W,
H2: JEHDNAKRMKELAL-10ng cDNAANSE R, FRARYAMIERSESERENEREEORE, WELE, Ak
AR BSOS AR A TR FRE, DA E R RIS &, RT-PCRIMSHIFIcDNA EE/E AR, HINNE R
PCR M AT 10%,
H3: 96FLIRHIIER PR ZR 920ul, W] DARRIESERRSEIR oK, H&bufli Reids/ N MR ZR,
4 EBOLE IR IR R,

d. FABHSBREITRSSEM VortexiRs], HEiREALERD, MRERRETER, 7 HHBeyoFuge™ EAl T LA E O
(FEE R, 2500rpm) (E6758) M THHE L,

e. KEEFHMPCRRMEPCRRMRE TRNERPCRIN |, FiaEEPCRIR I,

2. PCRIPMFER:

TEReal-time PCRR M ETHATEARAIAIZM:, EEBRENIS°C 2778, EARHEGCEME Y ERNAR5-1075%, AFEFZ2R

ABI QuantStudio™ 6 Flexi& Y€ & PCR{CHH:

a. TASE: 95°C 2434,

b. APE: 95°C 158);
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JEK/EE: 60°C 15-30%D;

g SIS B, M40

YERIER SHT (ATHE): 95°C 15Fb, 60°C 1589, 95°C 15%);

f. R BPCRIURAAE ST,

TE: DLERSBINEMIQPCRR AL, (5%, ShRRMANRER. 3IWSNEnrRnes, BRIEEE. 311, B
BRI R R N A, HERUB LIRS A N KR, IR NFIHIEQPCR, WERA=HLqPCR, HAETEE A /EM
JEI—#572°C 30%), BEEEESIED, MK — 5 BHA0 MEFRETAT,
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QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M qPCR Primer Pair 200/1000¢X
QHO00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢%
QH00013 Human GUSB gPCR Primer Pair 200/1000/X
QHO00017 Human HCK gPCR Primer Pair 200/1000¢X
QH00021 Human HMBS qPCR Primer Pair 200/1000¢%
QH00025 Human HPRT1 qPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 gqPCR Primer Pair 200/1000¢X
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000/X
QH00037 Human LDHA gPCR Primer Pair 200/1000/X
QHO00041 Human NONO gPCR Primer Pair 200/1000¢X
QH00045 Human PGKI1 gqPCR Primer Pair 200/1000¢%
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢X
QHO00057 Human RPLPO gPCR Primer Pair 200/1000/5000¢%
QH00061 Human RPLP1 gPCR Primer Pair 200/1000X
QHO00065 Human SDHA gPCR Primer Pair 200/1000¢X
QH00069 Human TBP qPCR Primer Pair 200/1000¢%
QH00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ qPCR Primer Pair 200/1000¢X
QH00081 Human PPIH gPCR Primer Pair 200/1000/X
QH00085 Human RPL13A gPCR Primer Pair 200/1000/X
QH00089 Human TUBB qPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢%

2.

': #EfFIEAIGAPDH, RPLPO, ACTB. TUBBRIB2M{EANZ, [UIRIX=E LM ELMAR, 7 DI f HPRTL oL
RNAISSS{ENIE, JEEIHRIISIME, A3 PR (5-6],
DRSS I3

] R AR (23
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000{%
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢X
QMO00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢X
QMO00018 Mouse Hck qPCR Primer Pair 200/1000X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
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QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢%
QM00030 Mouse Hsp90ab1 qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000/X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000/X
QM00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢%
QMO00050 Mouse Rpl30 gPCR Primer Pair 200/1000¢%
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000/X
QM00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢%
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl gPCR Primer Pair 200/1000¢X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000/X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000/X
QM00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢%
H: #EMFHGapdh. Rplp0. Actb. TubbMIB2mfEANS, (HUMRIX=FHILHEH ALK, ATAZIA M HHprt1siRnl8s
TEANZ, NIRFRERSCRPCR, L5yl 2K M [5-6].
. FEKZDNA (gDNA)5 P4 (F T gDNAJG $efaill) :

7 iR S Rt (2ES
QHO00101 Human HGDC Primer Pair 200/1000¢k
QM00098 Mouse MGDC Primer Pair 200/1000¢k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
. SYBR Green qPCR Mix M FEH

7 RS 7 AR (2B
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green gPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fjii54+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qP(}Jj) Mix (2X, High ROX, Fjji5% 1/5/25ml

= =y
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (Bji53¢%) 100/500%%
FASAO011-1pc BeyoGold™$i i i IR
FSF002 W E B PCRAEMRIE(ABI 73 4E) 204 /63
FSF035-100pcs BeyoGold™# (e & PCRA & IR (FE BURY) 100/ /4%
FSF039-20pcs BeyoGold™#>'t7E B PCR A B (R B, 3 11 574%) 207 /fu
FSF039-100pcs BeyoGold™ %)t B PCRAHIHR B (R B, i 1774%) 1004 /0%
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, &, EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\IXHEE (0.2ml, F5, FEHA) 12588, 1082/
FTUB333 POEE EPCRAI6FLIR (ABLFE) 2057 /003
FTUB384 wHEE B PCRA384FLIR (ABI732%) 207 /63
FTUB335-1box BeyoGold™ ¢ 7E & PCRAI96FLHR (0.2ml, TEHEIA, Z@E’H) 101N/&
FTUB335-5bxs BeyoGold™#e 5t B PCRAI6FLIR(0.2ml, TotEid, BEHH) 10N/ &, 5E/F8
FTUB337-1box BeyoGold™# & 8 PCRA 96414k (0.2ml, ﬂéﬁm %) 10N/&
FTUB337-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/ &, S&/5
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